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. alchemical free energy calculations

. comprehensive collective variable definitions for

free energy calculations, biases, steering, and
multidimensional analyses
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Beckman Institute for Advanced Science and Technology
University of lllinois at Urbana-Champaign

405 North Mathews Avenue

Urbana, IL 61801

Phone (217) 244-2212
Fax  (217) 244-6078
Web  www.ks.uiuc.edu

The Theoretical and Computational Biophysics Group
(TCBG) brings molecular graphics, molecular modeling, and
bicinformatics software to bear on questions of biomedical
relevance. Research and development of activities center on
the structure and function of supramolecular systems in the
living cell, and on the development of efficient computing
tools for the life sciences. Directed by Professor Klaus
Schulten, the multidisciplinary TCBG operates the National
Institutes of Health Biomedical Technology Resource Center
for Macromolecular Modeling and Bioinformatics.
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