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* The course is a volunteer effort

* The main focus are the hands-on sessions

* The aim is to et vou to do computational biology
* The lecturers / teaching assistants provide tutorials for you

* The optimal course is that vou help each other _Fﬂﬁi {

* Model your own system n J,- . }a_’

* Please give us feedback to improve lectures and tutorials :
* Please give us feedback to encourage future courses




