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corrigendum: error when solvating a system L. Michel Espinoza-Fonseca (Mon Aug 21 2006 - 20:51:54 CDT)
error when solvating a system L. Michel Espinoza-Fonseca (Mon Aug 21 2006 - 20:49:27 CDT)
psfgen problems? Shenoy, Sukesh (Mon Aug 21 2006 - 17:41:52 COT)
[Fwd: Re: Help with "move” command] Peter Freddoline (Mon Aug 21 2006 - 14:40:50 CDT)
Help with "move" command Pavan Ghatty {Mon Aug 21 2006 - 11:52:50 CDT)
changing the name of a residue L. Michel Espinoza-Fonseca (Mon Aug 21 2006 - 10:23:21 CDT)
o Re: changing the name of a residue John Stone (Mon Aug 21 2006 - 10:37:59 CDT)
md trajectory: centering/h-bonb residence/coordination number van Degtyarenko (Mon Aug 21 2006 - 08:26:44 CDT)
o Re: md trajectory: centering/h-bonb residence/coordination number John Stone {Mon Aug 21 2006 - 11:02:49 CDT)
o Re: md trajectory: centering/h-bonb residence/coordination number Eduard Schreiner (Mon Aug 21 2006 - 12:09:34
COoT)
NAMD 2.6b2 released Jim Phillips (Sun Aug 20 2006 - 15:43:38 CDT)
large mdcrd files alexandra.marques_at fc.up.pt {Sun Aug 20 2006 - 07:56:30 CDT)
o Re: large mderd files Lubos Vrbka (Sun Aug 20 2006 - 11:27:19 CDT)
o Re: large mdcrd files John Stone {Sun Aug 20 2006 - 14:09:50 CDT)
segment name limit with solvate and psfgen Thomas Caulfield (Sat Aug 19 2006 - 22:35:55 CDT)



