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editors, Connectionism in Perspective, pp. 403–412. North-Holland, Amsterdam, 1989.

[110] Helge Ritter, Thomas Martinetz, and Klaus Schulten. Textbook: Neuronale Netze: Eine Einführung
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[129] Daniel Barsky, Benno Pütz, Klaus Schulten, and Richard L. Magin. Theory of paramagnetic contrast
agents in liposome systems. Magn. Res. Med., 24:1–13, 1992.

[130] Jörg A. Walter, Helge Ritter, and Klaus Schulten. Non-linear prediction with self-organizing maps.
In International Joint Conference on Neural Networks, San Diego, California, volume 1, pp. 589–594.
The Institute of Electrical and Electronics Engineers, New York, 1990.

[131] Klaus Obermayer, Helge Ritter, and Klaus Schulten. A neural network model for the formation of
topographic maps in the CNS: Development of receptive fields. In International Joint Conference
on Neural Networks, San Diego, California, volume 2, pp. 423–429. The Institute of Electrical and
Electronics Engineers, New York, 1990.

[132] Thomas Martinetz and Klaus Schulten. Hierarchical neural net for learning control of a robot’s arm
and gripper. In International Joint Conference on Neural Networks, San Diego, California, volume 2,
pp. 747–752. The Institute of Electrical and Electronics Engineers, New York, 1990.

[133] Klaus Obermayer, Helge Ritter, and Klaus Schulten. Large-scale simulations of self-organizing neural
networks on parallel computers: Application to biological modelling. Parall. Comp., 14:381–404, 1990.

[134] Marco Nonella and Klaus Schulten. Molecular dynamics simulation of electron transfer in proteins:
Theory and application to QA → QB transfer in the photosynthetic reaction center. J. Phys. Chem.,
95:2059–2067, 1991.

[135] Andreas Windemuth and Klaus Schulten. Stochastic dynamics simulation for macromolecules. Beck-
man Institute Technical Report TB-91-19, University of Illinois, 1991.

[136] Helge Ritter, Klaus Obermayer, Klaus Schulten, and Jeanne Rubner. Self-organizing maps and adaptive
filters. In J. Leo van Hemmen, Eytan Domany, and Klaus Schulten, editors, Models of Neural Networks,
Physics of Neural Networks, pp. 281–306. Springer–Verlag, New York, 1991.

[137] Christian Kurrer and Klaus Schulten. Effect of noise and perturbations on limit cycle systems. Phys-
ica D, 50:311–320, 1991.



[138] Klaus Obermayer, Helge Ritter, and Klaus Schulten. A principle for the formation of the spatial
structure of cortical feature maps. Proc. Natl. Acad. Sci. USA, 87:8345–8349, 1990.

[139] Klaus Boehncke, Helmut Heller, Helmut Grubmüller, and Klaus Schulten. Molecular dynamics simula-
tions on a systolic ring of transputers. In Alan S. Wagner, editor, NATUG 3: Transputer Research and
Applications 3, pp. 83–94, Amsterdam, 1990. North American Transputer Users Group, IOS Press.

[140] Klaus Obermayer, Helmut Heller, Helge Ritter, and Klaus Schulten. Simulation of self-organizing
neural nets: A comparision between a transputer ring and a Connection Machine CM-2. In Alan S.
Wagner, editor, NATUG 3: Transputer Research and Applications 3, pp. 95–106, Amsterdam, 1990.
North American Transputer Users Group, IOS Press.

[141] Helmut Grubmüller, Helmut Heller, Andreas Windemuth, and Klaus Schulten. Generalized Verlet
algorithm for efficient molecular dynamics simulations with long-range interactions. Mol. Sim., 6:121–
142, 1991.

[142] Christoph Niedermeier and Klaus Schulten. Molecular dynamics simulations in heterogenous dielectrica
and Debye-Hückel media: Application to the protein bovine pancreatic trypsin inhibitor. Mol. Sim.,
8:361–387, 1992.

[143] Klaus Boehncke, Marco Nonella, Klaus Schulten, and Andrew H.-J. Wang. Molecular dynamics inves-
tigation of the interaction between DNA and dystamycin. Biochemistry, 30:5465–5475, 1991.

[144] Christian Kurrer, Benno Nieswand, and Klaus Schulten. A model for synchronous activity in the visual
cortex. In A. Babloyantz, editor, Self-Organization, Emergent Properties, and Learning, volume 260
of NATO Sci. Ser. B, pp. 81–95. Plenum Press, New York, 1991.

[145] Klaus Obermayer, Helge Ritter, and Klaus Schulten. A model for the development of the spatial
structure of retinotopic maps and orientation columns. IEICE Trans. Fund. Electr. Comm. Comp.
Sci., E75-A:537–545, 1992. Reprinted in The Principles of Organization in Organisms — Santa Fe
Institute Studies in the Sciences of Complexity, Vol. XII. A. Baskin and J. Mittenthal, Eds. (Addison
Wesley, 1991).

[146] Klaus Schulten and Markus Tesch. Coupling of protein motion to electron transfer: Molecular dynamics
and stochastic quantum mechanics study of photosynthetic reaction centers. Chem. Phys., 158:421–446,
1991.
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Kalé, Robert D. Skeel, and Klaus Schulten. Avoiding algorithmic obfuscation in a message-driven
parallel MD code. In P. Deuflhard, J. Hermans, B. Leimkuhler, A. Mark, S. Reich, and R. D. Skeel,
editors, Computational Molecular Dynamics: Challenges, Methods, Ideas, volume 4 of Lecture Notes
in Computational Science and Engineering, pp. 472–482. Springer-Verlag, 1998.

[257] Svilen Tzonev, Joseph Malpeli, and Klaus Schulten. A three-dimensional model of the morphogenesis
of the rhesus lateral geniculate nucleus. Beckman Institute Technical Report, University of Illinois,
1998.

[258] Willy Wriggers and Klaus Schulten. Nucleotide-dependent movements of the kinesin motor domain
predicted by simulated annealing. Biophys. J., 75:646–661, 1998.
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[319] André Krammer, David Craig, Wendy E. Thomas, Klaus Schulten, and Viola Vogel. A structural
model for force regulated integrin binding to fibronectin’s RGD-synergy site. Matrix Biology, 21:139–
147, 2002.
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[531] Jen Hsin, Johan Strümpfer, Melih Sener, Pu Qian, C. Neil Hunter, and Klaus Schulten. Energy transfer
dynamics in an RC-LH1-PufX tubular photosynthetic membrane. New J. Phys., 12:085005, 2010. (19
pages).

[532] Eduardo R. Cruz-Chu and Klaus Schulten. Computational microscopy of the role of protonable surface
residues in nanoprecipitation oscillations. ACS Nano, 4:4463–4474, 2010.

[533] John E. Stone, David J. Hardy, Ivan S. Ufimtsev, and Klaus Schulten. GPU-accelerated molecular
modeling coming of age. J. Mol. Graph. Model., 29:116–125, 2010.

[534] Aleksandra Kijac, Amy Y. Shih, Andrew J. Nieuwkoop, Klaus Schulten, Stephen G. Sligar, and Chad
Rienstra. Lipid-protein correlations in nanoscale phospholipid bilayers determined by solid-state nu-
clear magnetic resonance. Biochemistry, 49:9190–9198, 2010.

[535] HyeongJun Kim, Jen Hsin, Yanxin Liu, Paul R. Selvin, and Klaus Schulten. Formation of salt bridges
mediates internal dimerization of myosin VI medial tail domain. Structure, 18:1443–1449, 2010.

[536] Leonardo G. Trabuco, Eduard Schreiner, John Eargle, Peter Cornish, Taekjip Ha, Zaida Luthey-
Schulten, and Klaus Schulten. The role of L1 stalk-tRNA interaction in the ribosome elongation cycle.
J. Mol. Biol., 402:741–760, 2010.

[537] John E. Stone, Axel Kohlmeyer, Kirby L. Vandivort, and Klaus Schulten. Immersive molecular visual-
ization and interactive modeling with commodity hardware. Lect. Notes in Comp. Sci., 6454:382–393,
2010.

[538] John E. Stone, David J. Hardy, Barry Isralewitz, and Klaus Schulten. GPU algorithms for molecular
modeling. In Jack Dongarra, David A. Bader, and Jakub Kurzak, editors, Scientific Computing with
Multicore and Accelerators, chapter 16, pp. 351–371. Chapman & Hall/CRC Press, 2011.



[539] John E. Stone, David J. Hardy, Jan Saam, Kirby L. Vandivort, and Klaus Schulten. GPU-accelerated
computation and interactive display of molecular orbitals. In Wen-mei Hwu, editor, GPU Computing
Gems, chapter 1, pp. 5–18. Morgan Kaufmann Publishers, 2011.

[540] David J. Hardy, John E. Stone, Kirby L. Vandivort, David Gohara, Christopher Rodrigues, and Klaus
Schulten. Fast molecular electrostatics algorithms on GPUs. In Wen-mei Hwu, editor, GPU Computing
Gems, chapter 4, pp. 43–58. Morgan Kaufmann Publishers, 2011.

[541] Leonardo G. Trabuco, Eduard Schreiner, James Gumbart, Jen Hsin, Elizabeth Villa, and Klaus Schul-
ten. Applications of the molecular dynamics flexible fitting method. J. Struct. Biol., 173:420–427,
2011.
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