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[39] Axel Brünger, Zan Schulten, and Klaus Schulten. A network thermodynamic investigation of stationary
and non-stationary proton transport through proteins. Z. Phys. Chem., NF136:1–63, 1983.

[40] Klaus Schulten. Ensemble averaged spin pair dynamics of doublet and triplet molecules. J. Chem.
Phys., 80:3668–3679, 1984.
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Kai Mäkisara, Olli Simula, and Jari Kangas, editors, Artificial Neural Networks, pp. 397–402. Elsevier,
Amsterdam, 1991.

[151] Klaus Obermayer, Gary G. Blasdel, and Klaus Schulten. A neural network model for the formation
and for the spatial structure of retinotopic maps, orientation- and ocular dominance columns. In
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[284] Hui Lu, André Krammer, Barry Isralewitz, Viola Vogel, and Klaus Schulten. Computer modeling of
force-induced titin domain unfolding. In Jerry Pollack and Henk Granzier, editors, Elastic Filaments
of the Cell, chapter 1, pp. 143–162. Kluwer Academic/Plenum Publishers, New York, NY, 2000.

[285] Emad Tajkhorshid, Jerome Baudry, Klaus Schulten, and Sandor Suhai. Molecular dynamics study
of the nature and origin of retinal’s twisted structure in bacteriorhodopsin. Biophys. J., 78:683–693,
2000.

[286] Piotr E. Marszalek, Hui Lu, Hongbin Li, Mariano Carrion-Vazquez, Andres F. Oberhauser, Klaus
Schulten, and Julio M. Fernandez. Mechanical unfolding intermediates in titin modules. Nature,
402:100–103, 1999.

[287] Thorsten Ritz, Salih Adem, and Klaus Schulten. A model for photoreceptor-based magnetoreception
in birds. Biophys. J., 78:707–718, 2000.
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